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Fig. 1

T-DNA region ol translormation vectors pHpt

(A) and pBar (B).
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Fig.2 DCR analysis ol transgenic bar and hpt

genes plants
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Comparison of transformation efficiency between
selective markers hpt and bar

TANG Weil*:
(1. Yunyang Medical College, Biochemistry Department, Shiyan 4142000, Chinas

2, Research Institute of Lile Sciences, Taihe Hospital. Shiyan 442000.China)

Abstract: hpt and bar genes were mostly used as selectable markers in rice transformation, In order to
understand the transformation efficiency with these two markers under the same condition for
references,in the study, elite restorer MTI63 was used as a receplor material Lo be transformed via
Agrobacterim with hpt and bar as sclective marker, respectively, Results displayed that 214 and 156 of
resistant calli were obtained from 1 500 and 5 100 calli, respectively and their transformation efficiencies
were 14. 3% and 2. 9%, respectively. Their differentiation efficiencies have no obvious difference.
Besides, it took 75 days produce transgenic plantlets from calli using hApt as selectable marker and 125
days using bar as marker, Therclore, hpt is suitable [or the culture of marker [ree transgenic plants or
confirmation of gene function, while bar is suitable for culture of commercialized transgenic plants,
Key words: genetic transformation via Agrobacterim; hpt gene; bar gene; Oryza sativa L.
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Study on the occurence state of metallic elements
in Geermu mixed crude oil

LI Yang',ZHU Jian-hua' ;WU Ben-cheng' , DANG Hai-ping” ,L.I Hong-yang’
(1, College of Chemical Engineering,China University ol ’etroleum, Beljing 102200, China;
2. Geermu Refinery, Qinghai Qilficld, PetroChina, Geermu 816000, China)

Abstract: For the mixed crude oil from Geermu refinery, the density, viscosily, waler content and
content of metallic clements were determined, The occurrence state ol main metallic clements in the
mixed crude oil was investigated. The experimental results indicated that Na in Gerermu mixed crude
oil existed mainly in the form of water-soluble metallic compounds, and Fe, Ca, Cu, Ni existed in the
form of organic metallic compounds. The 93% Na existed in the form of water-soluble metallic
compounds; and 33. 3% of Ca cxisted in the form of water soluble metallic compounds and 37. 1%
existed in the form of petroleum acid metallic compounds; the 33. 1% of Fe existed in the form of
water-soluble metallic compounds and petroleum acid metallic compounds,66. 6% existed in the form of
porphyran and complicated macro-molecular compounds; Cu existed mainly in the form of porphyran
and complicated macro molecular compounds; the 52. 6% of Ni existed in the lorm of porphyran and
36. 1% existed in the form of complicated macro-molecular compounds.

Key words: mixed crude oil; occurrence state; extraction; porphyran
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